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[Video Abstract: Modifying chicken microbiomes to improve performance and reduce

Campylobacter https://youtu.be/dLVCV874H3w]
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[Selected as Editors’ Pick under Biogeography at PeerJ: https://peerj.com/subjects/biogeography/]

[P89] S. -K. Cho, K. -W. Jung, D. -H. Kim, J. -C. Kwon, U. Z. Ijaz, and S. G. Shin. Bacterial community

analysis in upflow multi-layer anaerobic reactor (UMAR) treating high-solids organic wastes.

Biotechnology Progress, 2017.

DOI: 10.1002/btpr.2540

[P90] S. Connelley, S. G. Shin, R. J. Dillon, U. Z. Ijaz, C. Quince, W. T. Sloan, and G. Collins. Bioreactor

scalability: laboratory-scale idealisation influences performance, ecology and community physiology in

expanded sludge bioreactors. Frontiers in Microbiology, 8:664, 2017.

DOI: 10.3389/fmicb.2017.00664

[P91] A. Ho*, U. Z. Ijaz*, T. K. S. Janssens, R. Ruijs, S. Y. Kim, W. de Boer, A. Temorshuizen, W. H. van der

Putten, and P. L. E. Bodelier. Effects of bio-based residue amendments on greenhouse gas emission from

agricultural soil are stronger than effects of soil type with different microbial community composition.

Global Change Biology Bioenergy, 2017.

DOI: 10.1111/gcbb.12457

*Joint first authors

[P92] V. Svolos, R. Hansen, U. Z. Ijaz, C. Quince, D. Watson, A. Alghamdi, A. Brejnrod, C. Ansalone, R.

Klopfleisch, S. Milling, D.R. Gaya, R. K. Russell, and K. Gerasimidis. AODTH-007 Dietary manipulation

of the healthy human and colitic rat gut microbiome by cd-treat diet and exclusive enteral nutrition; a

proof of concept study. Gut, 66:A202, 2017.

DOI: 10.1136/gutjnl-2017-314472.394

[P93] M. Castelino, M. Tutino, J. Moat, U. Z. Ijaz, R. Parslew, A. Al-Sharqi, R. B. Warren, C. Quince, P. Ho, M.

Upton, S. Eyre, and A. Barton. AB0115 Comparison of the bacterial stool microbiota in established

psoriatic arthritis (PSA) and psoriasis (PSC) - exploratory analysis of pilot data. Annals of the

Rheumatic Diseases, 76:1087, 2017.

DOI: 10.1136/annrheumdis-2017-eular.3404

[P94] V. Svolos, R. Hansen, U. Z. Ijaz, C. Quince, D. Watson, A. Alghamdi, A. Brejnrod, C. Ansalone, S.

Milling, D. Gaya, R. Russell, and K. Gerasimidis. DOP008 Dietary manipulation of the healthy human

and colitic murine gut microbiome by CD-TREAT diet and exclusive enteral nutrition; a proof of concept
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study. Journal of Crohn’s and Colitis, 11 (suppl 1): S29-S30, 2017.

DOI: 10.1093/ecco-jcc/jjx002.045

[P95] K. Gerasimidis, M. Bertz, C. Quince, K. Brunner, A. Bruce, E. Combet, S. T. Calus, N. Loman, and U. Z.

Ijaz
#
. The effect of DNA extraction methodology on gut microbiota research applications. BMC

Research Notes, 9:365, 2016.

DOI:10.1186/s13104-016-2171-7
#
Corresponding author

[P96] M. Schirmer, R. D’Amore, U. Z. Ijaz, N. Hall, and C. Quince. Illumina error profiles: Resolving fine-scale

variation in metagenomic sequencing data. BMC Bioinformatics, 17:125, 2016.

DOI: 10.1186/s12859-016-0976-y

Code: https://bitbucket.org/ms_research/ep_metagenomic

[P97] R. D’Amore*, U. Z. Ijaz*, M. Schirmer, J. Kenny, R. Gregory, A. C. Darby, M. Shakya, M. Podar, C.

Quince, and N. Hall. A comprehensive benchmarking study of next-generation sequencing platforms for

16S rRNA community profiling. BMC Genomics, 17:55, 2016.

DOI: 10.1186/s12864-015-2194-9

Code: https://bitbucket.org/umerijaz/amplimock/src

[Referenced in a Wikipedia Article: DNA Barcoding. https://en.wikipedia.org/?curid=30872162]

*Joint first authors

[P98] K. Gerasimidis, U. Z. Ijaz, C. Edwards, R. K. Russell, C. Quince, and R. Hansen. Response to Kaakoush

et al. American Journal of Gastroenterology, 111(7):1033-1034, 2016.

DOI: 10.1038/ajg.2016.169

[P99] J. L. Ray, J. Althammer, K. S. Skaar, P. Simonelli, A. Larsen, D. Stoecker, A. Sazhin, U. Z. Ijaz, C.

Quince, J. C. Nejstgaard, M. Frischer, G. Pohnert, and C. Troedsson. Metabarcoding and metabolome

analysis of copepod grazing reveals feeding preference and linkage to metabolite classes in dynamic

microbial plankton communities. Molecular Ecology, 2016.

DOI: 10.1111/mec.13844

[P100] L. Sinclair*, U. Z. Ijaz*, L. J. Jensen, M. Coolen, C. Gubry-Rangin, A. Chronakova, A. Oulas, C. Pavloudi,

J. Schnetzer, A. Weimann, A. Z. Ijaz, A. Eiler, C. Quince, and E. Pafilis. Seqenv: linking microbes to

environments through text mining. PeerJ, 4:e2690, 2016.

DOI:10.7717/peerj.2690

Accompanied software:

seqenv: https://github.com/xapple/seqenv

*Joint first authors

[P101] C. Pedersen, E. Gallagher, F. Horton, R. J. Ellis, U. Z. Ijaz, H. Wu, E. Jaiyeola, O. Diribe, T. Duparc, P. D.

Cani, G. R. Gibson, P. Hinton, J. Wright, D. Russell-Jones, R. La Ragione, and M. D. Robertson.

Host-microbiome interactions in human type 2 diabetes following prebiotic dietary fibre

(galacto-oligosaccharide) intake. British Journal of Nutrition, 116(11):1869-1877, 2016.

DOI:10.1017/S0007114516004086

[P102] C. Varsos, T. Patkos, A. Oulas, C. Pavloudi, A. Gougousis, U. Z. Ijaz, I. Filiopoulou, N. Pattakos, E. V.

Berghe, A. Fernandez-Guerra, S. Faulwetter, E. Chatzinikolaou, E. Pafilis, C. Beikiari, M. Doerr, and C.

Arvantidis. Optimized R functions for analysis of ecological community data using the R virtual

laboratory (RvLab). Biodiversity Data Journal, 4: e8357, 2016.

DOI: 10.3897/BDJ.4.e8357

Accompanied software:

RvLab: https://portal.lifewatchgreece.eu/
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[P103] Q. M. Bautista-do los Santos, J. L. Schroeder, M. C. Sevillano-Rivera, R. Sungthong, U. Z. Ijaz, W. T.

Sloan, and A. J. Pinto. Microbial communities in full-scale drinking water distribution systems – A

meta-analysis. Environmental Science-Water Research & Technology, 2:631-644, 2016.

DOI:10.1039/C6EW00030D

[Features in the top 10 most downloaded articles published in Environmental Science: Water Research

& Technology in 2016.

http://pubs.rsc.org/en/journals/articlecollectionlanding?sercode=ew&themeid=ce4b64a9-9ad4-4fdf-a0

30-c2d77578a813]

[P104] B. Torondel, J. H. J. Ensink, O. Gundogdu, U. Z. Ijaz, A. W. Walker, J. Parkhill, F. Abdelahi, V. –A.

Nguyen, S. Sudgen, W. Gibson, and C. Quince. Assessment of the influence of intrinsic environmental and

geographical factors on the bacterial ecology of pit latrines. Microbial Biotechnology, 9(2):209-223,

2016.

DOI:10.1111/1751-7915.12334

Code: http://userweb.eng.gla.ac.uk/umer.ijaz/bioinformatics/ecological.html

[P105] C. Pedersen, P. Hinton, E. Gallagher, F. Horton, R. Ellis, U. Z. Ijaz, H. Wu, E. Jaiyeola, O. Diribe, G. R.

Gibson, T. Duparc, P. D. Cani, J. Wright, D. Russell-Jones, R. L. Ragione, and M. D. Robertson.

Galacto-Oligosaccharide has no Effect on Glucose Tolerance, inflammatory Markers or Intestinal

Permeability in well-controlled Type 2 Diabetes. Proceedings of the Nutrition Society, 75(OCE3),

2016.

DOI: 10.1017/S0029665116001191

[P106] V. Svolos, R. Hansen, K. Hughes, U. Z. Ijaz, C. Quince, D. Gaya, R. Russell, and K. Gerasimidis. OP18

-The impact of 'Crohn's Disease-TReatment-with-EATing' diet (CD-TREAT diet) and exclusive enteral

nutrition on healthy gut bacteria metabolism. Journal of Crohn’s and Colitis, 10(suppl 1):S14-S15,

2016.

[Winner of the Best investigator-initiated study (IIS) Award (2 among 178 abstracts selected as

awardee)

https://www.ecco-ibd.eu/images/2_Congresses_Events/2016/Submit_an_abstract/MASTER_Awarded

_abstracts_at_the_11th_Congress_of_ECCO.pdf]

DOI: 10.1093/ecco-jcc/jjw019.01

[P107] C. Quince*, U. Z. Ijaz*, N. Loman, A. D. Eren, D. Saulnier, J. Russell, S. J. Haig, S. T. Calus, J. Quick, A.

Barclay, M. Bertz, M. Blaut, R. Hansen, P. McGrogan, R. K. Russell, C. Edwards, and K. Gerasimidis.

Extensive modulation of the fecal metagenome in children with Crohn’s disease during exclusive enteral

nutrition. American Journal of Gastroenterology, 110:1718–1729, 2015.

DOI:10.1038/ajg.2015.357

[One of the two articles selected by the editorial board for Continuing Medical Education (CME) credit

in the current issue]

[Press Release: PulmonologyAdviser - Asthma and the gastrointestinal microbiome: Is there a

causative link?, 24 July 2019.

https://www.pulmonologyadvisor.com/home/topics/asthma/asthma-and-the-gastrointestinal-microbio

me-is-there-a-causative-link/]

*Joint first authors

[P108] M. Schirmer, U. Z. Ijaz, L. D’Amore, N. Hall, W. T. Sloan, and C. Quince. Insights into biases and

sequencing errors for amplicon sequencing with the Illumina MiSeq platform. Nucleic Acids

Research, 43(6):pp.e37, 2015.

DOI: 10.1093/nar/gku1341

Code: https://bitbucket.org/ms_research/ep

[Referenced in a Wikipedia Article: DNA Barcoding. https://en.wikipedia.org/?curid=30872162]

[P109] A. J. Pinto, D. N. Marcus, U. Z. Ijaz, Q. M. de los Santos Bautista, G. J. Dick, and L. Raskin.

Metagenomic evidence for the presence of Comammox Nitrospira-like bacteria in drinking water system.
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mSphere, 1 (1): e00054-15, 2015.

DOI:10.1128/mSphere.00054-15

[Press Release: Chance find has big implications for water treatment's costs and carbon footprint, 22

March 2017. https://www.epsrc.ac.uk/newsevents/news/watertreatment/]

[P110] J. M. Couto, U. Z. Ijaz, V. R. Phoenix, M. Schirmer, and W. T. Sloan. Metagenomic Sequencing Unravels

Gene Fragments with Phylogenetic Signatures of O2-Tolerant NiFe Membrane-Bound Hydrogenases in

Lacustrine Sediment. Current Microbiology, 71:296-302, 2015.

DOI:10.1007/s00284-015-0846-2

[P111] D. Savio, S. Lucas, U. Z. Ijaz, A. P. Blaschke, G. H. Reischer, G. Bloschl, R. L. Mach, A. K. T. Kirschner,

A. H. Farnleitner, and A. Eiler. Bacterial diversity along a 2600 km river continuum. Environmental

Microbiology, 17: 4994–5007,  2015.

DOI:10.1111/1462-2920.12886

[P112] M. Castelino, S. Eyre, M. Tutino, J. Moat, P. Martin, U. Z. Ijaz, C. Quince, P. Ho, M. Upton, and A.

Barton. Bacterial Skin Microbiome in Psoriatic Arthritis- Pilot Data from Psoriatic Plaques on Dry Skin

Sites from Patients with Both Psoriasis (PsC) and Psoriatic Arthritis (PsA). Arthritis &

Rheumatology, 67 (suppl 10), 2015.

DOI:10.1002/art.39448

[P113] M. J. Khan, C. Quince, V. S, U. Z. Ijaz, N. Loman, S. T. Calus, J. Quick, S. J. Haig, M. G. Shaikh, C. A.

Edwards, and K. Gerasimidis. A detailed analysis of the gut microbial diversity and metabolic activity in

children with obesity of different aetiology and lean controls. Proceedings of the Nutrition Society,

74(OCE1):E75, 2015.

DOI: 10.1017/S0029665115000907

[P114] M. Castelino, S. Eyre, J. Moat, G. Fox, P. Martin, U. Z. Ijaz, C. Quince, P. Ho, M. Upton, A. Barton. The

skin microbiome in psoriatic arthritis: methodology development and pilot data. The Lancet, 385(suppl

1):S27, 2015.

DOI:10.1016/S0140-6736(15)60342-7

[P115] J. Alneberg, B.S. Bjarnason, I. de Bruijn, M. Schirmer, J. Quick, U. Z. Ijaz, L. Lahti, N. J. Loman, A. F.

Andersson, and C. Quince. Binning metagenomic contigs by coverage and composition. Nature

Methods, 11:1144-1146, 2014.

DOI: 10.1038/nmeth.3103

Accompanied software:

CONCOCT: https://github.com/BinPro/CONCOCT

TAXAassign: https://github.com/umerijaz/TAXAassign

[Referenced in a policy document: National Academies of Sciences, Engineering, and Medicine.

2017. Microbiomes of the Built Environment: A Research Agenda for Indoor Microbiology, Human

Health, and Buildings. Washington, DC: The National Academies Press.

https://doi.org/10.17226/23647]

[Referenced in a Wikipedia Article: Binning (metagenomics).

https://en.wikipedia.org/?curid=37720522]

[P116] K. Gerasimidis, N. Loman, J. Quick, S. T. Calus, U. Z. Ijaz, P. McGrogan, C. A. Edwards, C. Quince, R. K.

Russell. O-05: Metagenomic analysis of the gut microbiome during a course of Exclusive Enteral

Nutrition (EEN) provides novel insights on mechanism of EEN action. Journal of Crohn’s and

Colitis, 8(suppl 2):S393-S394, 2014.

DOI: 10.1016/S1873-9946(14)50003-7

[P117] U. Z. Ijaz, R. J. Housden, G. M. Treece, R. W. Prager, and A. H. Gee. Multi-directional scattering models

for 3-Dimensional ultrasound imaging. Journal of Ultrasound in Medicine, 32(4):699-714, April
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2013.

DOI: 10.7863/ultra.32.4.699

[P118] E. Dyer, U. Z. Ijaz, R. J. Housden, R. W. Prager, A. H. Gee, and G. M. Treece. A clinical system for

three-dimensional extended field of view ultrasound. British Journal of Radiology, 85:e919-e924,

October 2012.

DOI: 10.1259/bjr/46007369

Relevant software:

Stradwin: http://mi.eng.cam.ac.uk/~rwp/stradwin/

[P119] R. W. Prager, U. Z. Ijaz, A. H. Gee, and G. M. Treece. Three-dimensional ultrasound imaging.

Proceedings of the Institution of Mechanical Engineers Part H-Journal of Engineering in

Medicine, 224(2):193-223, 2010.

DOI: 10.1243/09544119JEIM586

[P120] U. Z. Ijaz, R. W. Prager, A. H. Gee, and G. M. Treece. Optimisation strategies for ultrasound volume

registration. Measurement Science and Technology, 21(8): 085803 (17pp), 2010.

DOI: 10.1088/0957-0233/21/8/085803

[P121] A. K. Khambampati, U. Z. Ijaz, J. S. Lee, S. Kim, and K. Y. Kim. Phase boundary estimation in electrical

impedance tomography using Hooke and Jeeves pattern search method. Measurement Science and

Technology, 21(3):035501 (13pp), 2010.

DOI: 10.1088/0957-0233/21/3/035501

[P122] A. K. Khambampati, A. Rashid, U. Z. Ijaz, S. Kim, M. Soleimani, and K. Y. Kim. Unscented Kalman filter

approach to tracking a moving interfacial boundary in sedimentation process using three-dimensional

electrical impedance tomography. Philosophical Transactions of The Royal Society A –

Mathematical Physical and Engineering Sciences, 367:3095-3120, 2009.

DOI: 10.1098/rsta.2009.0081

[P123] J. H. Kim, B. Y. Choi, U. Z. Ijaz, B. S. Kim, S. Kim, and K. Y. Kim. Directional algebraic reconstruction

technique for electrical impedance tomography. Journal of The Korean Physical Society,

54(4):1439-1447, April 2009.

DOI: 10.3938/jkps.54.1439

[P124] U. Z. Ijaz, S. I. Chung, A. K. Khambampati, K. Y. Kim, and S. Kim. Electrical resistance imaging of

time-varying interface in stratified flows using unscented Kalman filter. Measurement Science and

Technology, 19(6) 065501 (11pp),  2008.

DOI:10.1088/0957-0233/19/6/065501

[P125] U. Z. Ijaz, A. K. Khambampati, J. S. Lee, S. Kim, and K. Y. Kim. Nonstationary phase boundary

estimation in electrical impedance tomography using unscented Kalman filter. Journal of

Computational Physics, 227(15):7089–7112, 2008.

DOI:10.1016/j.jcp.2007.12.025

[P126] U. Z. Ijaz, A. K. Khambampati, M. C. Kim, S. Kim, and K. Y. Kim. Estimation of time-dependent heat

flux and measurement bias in two-dimensional heat conduction problems. International Journal of

Heat and Mass Transfer, 50(21-22):4117-4130,  2007.

DOI:10.1016/j.ijheatmasstransfer.2007.02.037

[P127] Y. S. Kim, S. H. Lee, U. Z. Ijaz, K. Y. Kim, and B. Y. Choi. Sensitivity map generation in electrical

capacitance tomography using mixed normalization models. Measurement Science and

Technology, 18(7):2092-2102, 2007.

DOI:10.1088/0957-0233/18/7/040
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[P128] S. Kim, U. Z. Ijaz, A. K. Khambampati, K. Y. Kim, M. C. Kim, and S. I. Chung. Moving interfacial

boundary estimation in stratified flows of two immiscible liquids using electrical resistance tomography.

Measurement Science and Technology, 18(5):1257-1269, 2007.

DOI:10.1088/0957-0233/18/5/012

[P129] U. Z. Ijaz, J. H. Kim, A. K. Khambampati, M. C. Kim, S. Kim, and K. Y. Kim. Concentration distribution

estimation of fluid through electrical impedance tomography based on interacting multiple model

scheme. Flow Measurement and Instrumentation, 18(1):47-56, 2007.

DOI:10.1016/j.flowmeasinst.2006.12.005

[P130] B. S. Kim, U. Z. Ijaz, J. H. Kim, M. C. Kim, S. Kim, and K. Y. Kim. Nonstationary phase boundary

estimation in electrical impedance tomography based on the interacting multiple model scheme.

Measurement Science and Technology, 18(1):62-70, 2007.

DOI:10.1088/0957-0233/18/1/008

[P131] J. H. Kim, B. C. Kang, S. H. Lee, B. Y. Choi, M. C. Kim, B. S. Kim, U. Z. Ijaz, K. Y. Kim, and S. Kim. Phase

boundary estimation in electrical resistance tomography with weighted multi-layered neural networks

and front point approach. Measurement Science and Technology, 17(10):2731-2739, 2006.

DOI:10.1088/0957-0233/17/10/02

[P132] U. Z. Ijaz, J. H. Kim, M. C. Kim, S. Kim, J. W. Park, and K. Y. Kim. Nondestructive dynamic process

monitoring using electrical capacitance tomography. Key Engineering Materials,

321-323(2):1671-1674, 2006.

DOI: 10.4028/www.scientific.net/KEM.321-323.1671

[P133] F. A. Khan, U. Z. Ijaz, K. Y. Kim, M. J. Kang, and W. C. Song. Policy-based management in ad hoc

network using geographic routing. Lecture Notes in Computer Science, 3961:237-246, 2006.

DOI: 10.1007/11919568_24

[P134] U. Z. Ijaz, and K. Y. Kim. Kinematic models for non-stationary elliptic region boundaries in electrical

impedance tomography. Cheju Nat’l Univ. Res. Inst. Adv. Tech. Jour., 17(2):25-32, 2006.

Web: http://imgsvr.riss4u.net/contents/kdam10/A/35496/944/3549694401.pdf

[P135] U. Z. Ijaz, and K. Y. Kim. Dynamic estimation in GPS through a covariance compensation extended
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